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Modular Affinity & Scaffold Transfer (MAST) Tc 
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Scaffold with V m I MEL CDR regions 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTCAAAAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRAEGYTIGPYCMGWFRQA 
ACGTGCCGTGCT GAAGGTTACACCATTGGCCCGTACTGCA TGGGTTGGTTCCGTCAGGCG 

PNDDSTNV. ATINMGGGITYY 
CCGAACGACGACAGTACTAACGTGGCCACGAT CAACATGGGTGGCGGTATTACGTAC TAC 

GDSVKERFDI RRDNASNTVT 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAACGCGTCCAACACCGTTACC 

LSHDDLQPEDS AEYNCAGDS 
T TATCGATGGACGATCTGCAACCGGAAG ACTC TGCAGAAT ACAATTGTGC A GGTGATTCT 

Tl YASYYECGHGLSTGGYGY 
ACCATTTACGCGAGCTATTATGAATGTGGTCATGGCCTGAGTACCGGCGGTTACGGCTAC 

DSHYRGQGTDVTVSS 
GATAGCCACTACCGTGGTCAGGGTACCGACGTTACCGTCTCGTCG 



Scaffold with V HH 1BZQ CDR regions 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTGAAAAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRASGYAYTYIYMGWFROA 
ACGTGCCGTGC TAGCGGTTACGCCTACACGTATATCTAC ATGGGTTGGTTCCGTCAGGCG 

PNDDSTNVATIDSGGGGTLY 
CCGAACGACGACAGTACTAACGTGGCCACCATCGAC TCGGGTGGCGG CGG TACCCTG TAC 

GDSVKERFDIRRDKG S'"'n T V T 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAAAGGCTCCAACACCGTTACC 

LSMDDLQPE DS/AE YNCAAGG 
TTATCGATGGACGATCTGCAACCGGAAGACTCTGCAGAATACAATTGTGCAGCGGGTGGC 

YELRDRTYGQRGOGTDVTVS 
TACGAACTGCGG6ACCGCACCTACGGTCAGCGT GGTCAGGGTACCGACGTTACCGTCTCG 

S 
TCG 

Scaffold with Vhh 1HCV CDR regions 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTGAAAAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRAEGRTGSTY DMGWFRQA 
ACGTGCCGTGCT GAAGGTCGTACGGGTTCGACCTACGAT ATGGGTTGGTTCCGTCAGGCG 

PND0STNVATINWOSARTYY 
CCGAACGACGACAGTACTAACGTGGCCACGAT CAACTGGGATAGCGCCCGTACGTAC TAC 

GDSVKERFDIRRDNASNTVT 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAATGCCTCCAACACCGTTACC 

LSMODLQPEDSAEYNCAGGE 
TTATCGATGGACGATCTGCAACCGGAAGACTCTGCAGAATACAATTGTGC AGGTGGTGAA 

GGTWDSRGQGTOVTVSS 
GGCGGCACCTGGGATAGCCGT GGTCAGGGTACCGACGTTACCGTCTCGTCG 



underlined regions indicate specific affinity regions. 

The sequence of underlined regions in each panel represent respectively loop L2 
(-CDR1 and AR1), L4 (-CDR2 and AR2) and L8 (~CDR3 and AR4). 
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Strtseutiirat topology of a prima in/ scaffold 
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